
NSIP Meeting 

Thursday – November 10, 2022 

7 p.m. CST 

Minutes submitted by Lisa Paris Weeks 

Attendees:  Matt Benz, Kristen Bieber, Rusty Burgett, Zach Meinders, Lynn Fahrmeier, Cody Hiemke, 

Tom Hodgman, Carol Heupel, Ron Lewis, Jim Morgan, Brett Pharo, Reid Redden, Bill Shultz, Curt 

Stanley, Jake Thorne, Todd Taylor, Lisa Weeks 

Agenda: 

• Lynn Fahrmeier called meeting to order.   

• Secretary Report  

o Jim Morgan moved to accept the September minutes as submitted, seconded by Brett 

Pharo.  Motion passed.   

• Program Director Report 

o Presented by Rusty Burgett (report attached) 

o Rusty polled the board to gauge interest in adding a star system to a pedigree in the 

Searchable Database to indicate where the animal aligns within the top 20% of the 

percentile report for certain traits.  Cody Hiemke requested the traits be selectable, at 

least on the printable option.  There was enthusiasm for this enhancement. 

▪ 5 stars = top 4% and up 

▪ 4 stars = top 5% 

▪ 3 stars = top 10% 

▪ 2 stars = top 15% 

▪ 1 star = top 20% 

• Treasurer Report 

o Presented by Bill Shultz (report attached) 

o A proposal to add a new budget line item for Technical Fund was formally made into a 

motion.  A portion of the DNA submission fees ($1.50) would be set aside for this budget 

line item.  Curt Stanley moved to accept the proposal, seconded by Jake Thorne.  Motion 

passed. 

o Australia just invoiced us for several months of data fees so this delayed the year-end 

financial report. 

• Executive Committee  

o Membership fees for 2023 will remain the same as 2022. 

o A new policy section of the Terms and Conditions is being added to the membership form 

regarding data integrity.  This will allow NSIP the ability to respond in the event of 

fraudulent activity. 

▪ The members of NSIP agree to actively participate in the genetic evaluation program by 

collecting and submitting production and genomic data to generate EBVs. To the best of the 

ability of the member, data will be collected accurately and consistently. Equipment and 

facilities used in data collection, such as scales, ultrasound equipment, etc., will be 

maintained in good working order to assure a sound data set is collected. Contemporary 

groups will be assigned to each animal honestly and accurately according to the 

management system of the operation. Members of NSIP will not knowingly submit data that 



are inaccurate or have been falsified. If data are deemed inaccurate or less than truthful, the 

flock may be removed from the list of valid producers approved to process data and forfeit 

their membership in NSIP under the guidance of the NSIP Executive Committee.  

 

• Technical Committee 

o Presented by Ron Lewis (report attached) 

o Once the testing protocol for the genetic conditions has been completed, results for 

~10000 genotypes in the NSIP database will have the five genetic conditions reported 

under the new protocol.  Included in that report will be an appendix interpreting the test 

results for each genetic condition. 

o Still recruiting for Rambouillet, Polypay, and Suffolks flocks to participate in GEMS 

o A motion made to allow the Technical Committee access to all data in database for 

research and development purposes as they need. 

▪ “In order to continually advance the genetic evaluation of NSIP, researchers 

involved with the NSIP technical committee require access to data such as 

phenotypic records and genotypes.  Therefore, be it resolved, the NSIP technical 

director may access any data including phenotypic data and genotypes in 

accordance with NSIP confidentiality policies, for research and development 

purposes.” 

▪ Matt Benz made motion to approve, seconded by Brett Pharo.  Motion passed. 

• Curt Stanley moved to adjourn, seconded by Carol Heupel.  Motion passed. 

• Next Meeting will be the membership meeting at the ASI Convention in Fort Worth Thursday, 

January 19. 

 

 



 



 

 


